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Transgenic forest trees: time to harvest?  

Forest trees comprise 82% of the continental biomass and the forest ecosystems hold more than 

50% of the terrestrial biodiversity. Forests have a prominent role in the global economy and 

ecology, and represent a cultural and patrimonial heritage. It is expected that world population will 

reach 9 billion persons by 2050 and the demand for food, wood and wood products and energy will 

increase dramatically, with the consequent competition for land and water use. Highly productive 

and low input forest tree plantations are excellent alternatives to circumvent the demand for wood 

mostly meet by the exploitation of natural forests. Despite the global importance of wood forests, 

wood tree domestication is still in its infancy, being time-consuming and expensive, in particular for 

complex multigenic traits, such as wood quality. 

Genetic engineering (GE) has the potential to avoid the difficulties associated with classical breeding 

such as the time required for inter- and intra-species gene transfer, and to facilitate the introduction 

of economically important genes into elite genotypes (Trontin et al, 2007). GE is also considered a 

useful tool to demonstrate direct links between candidate genes functions and phenotype (Busov et 

al, 2005). These characteristic are particularly important when dealing with the long life cycle 

woody trees. 

Since the development of the Agrobacterium-mediated method for poplar transformation, twenty 

five years ago (Parsons et al. 1986, Filleti et al, 1987), several efficient transformation methods have 

been developed for commercial important forest tree genus such as Pinus and Eucalyptus (Trontin 

et al, 2007; Girijashankar, 2011). 

The second edition of “Forest Genomics Meeting” (FGM) is the occasion to discuss the state of art on 

Forest Genetically Modified Trees (GMT), including the progress achieved during the last 25 years, 

the analysis of biosafety issues (experimental fields and regulation) and public perception and 

acceptance of GMT. The 2nd FGM is organized in the frame of the FCT funded projects microEGo and 

P-KBBE TREEFORJOULES and  COST Action FP0905, in collaboration with Instituto de Investigação 

Científica Tropical (IICT), Instituto de Biologia Experimental e Tecnológica (IBET), Instituto de 

Tecnolgia Química e Biológica (ITQB),  Instituto de Investigação Agrária e Veterinária (INIAV), 

Laboratoire de Recherche en Sciences Végétales (LRSV), and Centro de Informação Biotecnologia 

(CIB). 
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Program of the 2nd Genomic Forest Meeting 

Time Presentation Titles Speaker Institution Country 
8:30-9:00 Participants Registration 
9.00 – 9:30 Opening session 

Part I - Chair: Teresa Soares David (INIAV) 

9:30-10:10 “Long-term genome stability of transgenic forest trees” Mathias Fladung 
COSTAction 
FP0905; vTI  

Germany 

10:10-10:30 “Genetic transformation of Chestnut tree” Rita Costa  INIAV Portugal 
10:30-
10:45 

Flash-talks 

  
Somatic embryogenesis from adult trees of cork oak 
(Quercus suber): induction and antibiotic sensibility 
assays 

Tiago Capote 
CEBAL, 
CICECO, 
CBBA-ISA  

Portugal 

  
Hybrid poplar constitutively expressing CsRAV1 
develops sylleptic branching 

Alicia Moreno-
Cortés 

UPM/INIA Spain 

10:50-
11:20 

Break+Poster session 

Part II - Chair: Susana Araújo (IICT) 

11:20-12:00 
Genetic transformation of actinorhizal trees in the 
family Casuarinaceae 

Claudine Franche IRD France 

12:00-12:20 
Regeneration tools in the genus Eucalyptus: A chance 
for transformation 

Lucinda Neves IBET Portugal 

10:30-
10:45 

Flash-talks 

  
Flavonoids play a critical role during the symbiotic 
process between the tropical tree Casuarina glauca and 
Frankia 

Didier Bogusz IRD France 

  
Secondary cell wall regulation in Eucalyptus: 
characterization of R2R3-MYB genes preferentially 
expressed in xylem and cambium 

Anna Plasencia LSRV France 

12:20-12:30 Annoucements +Group photography  
12.30 -
14:00 

Lunch  

Part III - Chair: Isabel Allona (UPM) 
14:00-14:40 Genetic Transformation of Poplar Jean-Charles Leplé INRA France 

14:40-15:20 
Transgenic pines : currently no way outside being used 
as tools for functional genomics 

Luc Hargvent  FCBA France 

15:20-16:00 
Biosafety assessments of genetically modified 
Eucalypts in Brazil 

Giancarlo Pasquali UFEGS Brazil 

16:00-16:30 Break+Poster session       
Part IV - Chair: Jorge Paiva (IICT/IBET) 

16:30-17:10 
COST Action FP0905: Biosafety of forest transgenic 
trees 

Cristina Vettori 
COSTAction 
FP0905; IGV-
UOS FI, CNR 

Italy 

 17:10-18-
10 

General Discussion and Conclusion 
  

Jacqueline Grima-
Pettenati 

LRSV 
(UPS/CNRS) 

France 

  Pedro Fevereiro Cib/ITQB Portugal 
18.10 -
18:30 

Closing Session 

 


